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Introduction

About this document

For detailed instructions on using the installed Main Module, start reading this Quick Start Guide.
If you did not install the Main Module yet, refer to Installation Guide first. If you want to get finer
details about peak evaluation or other HyperLab processes, see the Reference Guide.

1. Introduction

This Quick Start Guide contains basic information on HyperLab system, including system
overview, and usage instructions. It also details initial steps to fill up a sample database and to
carry out most common spectroscopy tasks. We will guide you through a comprehensive tour,
where a set of sample spectra will be processed by HyperLab system.

1.1. Purpose of HyperLab

HyperLab is a sophisticated software system, which is intended to greatly ease daily tasks of
gamma spectroscopists and scientists with up-to-date techniques and algorithms. It uses novel
techniques for reliable deconvolution of extremely complex gamma spectra taken with
semiconductor detectors. Evaluation of Dual LFC (Loss Free Counting) gamma spectra is also
supported for compensating the radioactive decay during measurements.
A high quality nuclide identification and minimum detectable activity (MDA) calculation is
also available for virtually all nuclei found in common nuclear libraries. Our isotope
identification method behaves exceptionally well if isotopes are present with overlapping
spectrum peaks.
The software system is also capable of determining your system's various important
characteristic functions from multiple measurements taken with multiple radioactive sources:

+ detector resolution,

+  system nonlinearity,

+ absolute or relative full-energy detector efficiency,

+  peak-to-total ratio.
All of the functions above are determined by numerically stable methods, while providing
extremely convenient user interfaces.

1.2. System architecture overview

HyperLab Main Module stores all spectroscopic
information in relational databases. The next figure
illustrates basic system components.
Tl

Main module is the application where you will operate
Va1.‘i(.)us evaluation utilities (peak area eyaluatgr, detector Spectrum
efficiency evaluator etc.) and also the primary interface to files

information stored in one or more databases. Benefits of

database systems are described in Reference Guide. W

Databases

Main
Module

Report files
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Introduction

1.3. Overview of HyperLab tasks

When a gamma spectroscopist starts using HyperLab, usually the following steps are performed:

« Creating one or more databases with Main Module. The new database is “empty” at this
point (indeed, it contains nuclear data).

« Defining the measurement setup, and also custom projects. Projects in the database are
similar to folders of hard disks, and helps to manage vast amount of information.

- Transferring of existing spectrum files into the database.

+ Peak evaluation of spectra; possibly with defining modified energy and FWHM calibration.

- Exporting peak lists for outer evaluation applications.

The resulting peak lists may also be used to perform system nonlinearity evaluation, detector

efficiency or resolution determination within Main Module. See Reference Guide for details.

2. Getting Started with Main Module

n
I

HyperLab 2021
MNew

: MNew
O
Mew

i
d

Batch Evaluator 2021.1

Hyperlab 2021.1

Installation Guide

Information

databaze'.

Mo databases are registered in HyperLab yet.
You can create a new database if you click 'Database
Server', then pick a task at the right named 'Create a

Database creation will take about 3 minutes,

2.1. The Main Module window

File  Options  Help

ﬂ‘

p—
la ¥y HpperLab databases
4 | Database HyperLab1 on AMSSOLHYPERLAR
4 -] Uszer projects
o =) HyperLab sample spectra
© a4 Measurements

Analyses
~mes Lotz and samples
> | Inadiations
H > |31 Other project-related items
» ) HyperLab sample spectra 2
> _‘3 Measuring enviranment

» @ Muclear and component data
» |7} Generic data
5 e :_i Databaze Server

4 T F

> | l] Geoldgiai mintak [13_53 3

LE'-'(_P? HyperLab kain Module - user HLUserd, instance #1 on WORKSTATION.., EI@

Selected item: Measurement entry

Id: 18

MNare: Geoldgia mintak [13 53 31....
Started at: 2005 May 15, 13:05:00
Finished at: 2006 May 15, 14:05:00

Number of peak evaluations: 0 .

Tasks | Sub-items

ECraate new peak evaluation
tMeazurement properties

% Mew Measurement

¥ Delete Measurement entry
3 Create repart

mHemove all peak, evaluations
- | Export into spectium file

Start HyperLab Main Module by clicking on
Start/ HyperLab 2021/
HyperLab 2021.1 menu.

A message appears, which warns you about
missing databases.
Press Ok.

Main Module window appears now.

This window appears when Main Module is
started. Its main parts are the following:
Database browser tree [1] provides
hierarchic listing of objects stored in
HyperLab databases. The items displayed in
this tree are called nodes.

Detail lister [2] shows common details for
the item which is currently selected in the
browser tree.

Tasks and Sub-items panels [3] are
refreshing their content according to the data
entry you have selected in the database
browser tree. Tasks provides you operations
which may be performed on the selected

database entry; whereas Sub-items shows special sub-components about it.
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Getting Started with Main Module

Content of the Tasks window also appears in a context menu, when user right-clicks on a
database node.

Common keyboard shortcuts may help your work: database tree may be walked through by
using the cursor arrow keys, while the currently selected task may be started by hitting the Enter
key. Tab key switches between the browser tree and the Tasks window.

3. Creating a new HyperLab database

In most cases, the initial step of using HyperLab is to create a new local database. First check if
your local MSDE database service is running: the icon with the green triangle should be
displayed on your system tray.

HyperLab is able to use a remote database, that is, to transfer the evaluation data through the
computer network from another user's database or from a central SQL server for safe and
consolidated data storage. In this case, no local database installation is required, just a
registration of the remote database. See Reference Guide for details.

3.1. Database creation

Cth Database server nOde/ then on the taSk -_E’ff Hypetlab Main Module - user HLUserd, instance #1 an WORKSTATION.., EI@
Create a database. File Options Help

j; Local Ms5Sqgl database server (6

1= tasks, D sub-item)

The Database creating wizard appears now.
B - Hyperlab databases

- _’ [atabase Server

[ElAttach a database file
IIDatach a database file
[ElBackup a databaze
ElHestore a backup

Enter login name sa and password T Creating a HyperLab database = )
Hlpwd2021 (note it is starting with big H) for
the database administrator. This is required
because the database access is password s e
protected. S5 e

Note: in case of an upgrade from a previous MSSOL gassword =veeesees
HyperLab version, the password remains as
is, in other words, it may be h1pwd2002,
hlpwd2005, hlpwd2008, hlpwd2009,
Hlpwd2013 or Hlpwd2014.

When you are ready, click Next.

Specify login name and password for the database server, then click Next.

< Back MNext > ] ‘ Close

HyperLab 2021 Quick Start Guide - Main Module 7



Creating a new HyperLab database

felio ==

jﬂl Creating a HyperlLab database

Specify parameters for new databaze and initialization data, then click Mext.

HypeiLabl
C:AUsers\HLU serd D ocuments'HyperLabD atabases

New database name:

Location of new database:

Existing databases:

Initiglization data
C:AUsers\HLU serd D ocumentsiHyperLab'\HyperLab201 34Datallr
C:AUsers\HLU serd D ocumentsiHyperLab'\HyperLab201 34Datallr

Basic data file:

Muclear data file:

< Back ‘ [ Mext > ] | Close |
_Fffj' Creating a HyperlLab database EI@
Databaze successfully created at the database server. Click Finish to close wizard,
Messages:
18 init records inserted into table 'SAMPLEGEOMREQPARAM' -

2 init records inserted into table 'SAMPLEGEOMMATRIX!
Jinit recards inserted into table 'DETECTORTYPE'

6 it records inserted into table 'DETECTORSUBTYPE

1 init records inserted into table FILETYPE'

1 init records inserted into table 'DOCUMENTCATEGDRY!
== Basic data records successfully inserted

=+ (pening nuclear data initialization file...

= |ngerting nuclear data records...

532 ruclides and 531 decays will be stored

== Nuclear data for 532 nuclei successfully stored

=+ B32 radiation library entry successfully stored

= Nyclear data records successfully inserted

HMext >

< Back.

ff}" HyperLab hain Module - user HLUserd, instance #1 on WORKSTATION... EI@

File  Options

fr selected item: Database (2 tasks, 0
sub-item)

Help

Description: HyperLabl databaze o...
Server name: SMSSHLHYPERLAR
Databaze name: Hyperl ahl

Status: not opened

4 - HyperLab databases
- |l HyperLabl database on local machine
_’ Database Server

Tasks | Sub-items

[ Open database
zl Unregister thiz database

4. Working with databases

Specify the name of the new database, then
click Next.

Automatic database creation process starts
now, which also incorporates the copying of
large amount of nuclear data to the new
database.

The process may take several minutes.
When the copying process ends, click
Finish.

After database successfully created, it
appears under HyperLab databases node.
By double-clicking on it, you will be able
access its content.

If no such entry appears under HyperLab
databases node after a successful database
creation, refer to Database registration section
of the Reference Guide in order to display it.

If you start Main Module, it will display the newly created and registered databases at the left.

4.1. Opening a database

Select a database row at the left, and double-click it to open its content.
Alternatively, you can hit the Enter key on the selected database node, which always starts the
selected task on the right — in this case, the database opening task.
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Working with databases

Specity the database user name and password, then click OK. Database Login =
Dakabase: HwperLabl_at_M5SCLHYPERLAE

User Mame: sa

Password: TTTIYTITTY

Cancel

4.2. Database upgrades

After installation, you may get a notification Infarmation =
message about possible database upgrades.

f | This version of HyperlLab requires at least database

) " wversion 2009.1, but your database is of 2005.2 version.
Please upgrade your database, otherwise various
HyperLab features may not be available,

4.2.1. Database upgrade for new installations

In case of a new installation, that is, when the database is empty, immediately upgrade the
database to the latest version. This way all the new or improved services in newer HyperLab
versions will be available. For example, nuclide identification will not work if your database
version is less than "2009.1".

4.2.2. Database upgrade for older HyperLab databases

If you have an older database, which is created and routinely used by an older, proven
HyperLab version, there is a tiny chance that the upgrade operation fails, and this affects
adversely your previous evaluation data.

As the upgrade of existing HyperLab databases can be undone only by restore the database from
a backup, the upgrade decision requires caution.

Before upgrading your database, always make a database backup first!
See the Reference Guide for details.

| Iy -

We suggest to
» Always make a backup before upgrade.
* After backup is ready, upgrade to the latest database version.

If you are especially cautious, you have the possibility to make a copy of your existing database,
and restore it immediately under a different name.
This option may be achieved as follows (see the Reference Guide for details):
1. Create a backup of your old database.
2. Restore the backup file into a new, test database.
3. Start using the test database with the newest HyperLab version, and upgrade it, if
prompted.
4. Now you can try out the new software version without any risk, as the operations do not
affect your original production database in any way.
5. If you are satisfied with the new software version after an extended test period, you can
simply upgrade your production database, and uninstall the old HyperLab version.

HyperLab 2021 Quick Start Guide - Main Module 9



Working with databases

4.3. Basic database usage

fﬁ' HyperLab Main Module - user HLUserd, instance #1 on WORKSTATION. EI@

File

ir

4 -0y HyperLab databases
P4 ¥ HyperLabl databaze on local machine
s |1 User projects
- N Measuring enviranment
- @  Muclear and component data
- ) Generic data
_i Database Server

Options  Help

Selected item: Database (5 tasks, 0
sub-item)

Description: HyperLab database onlocal ...
Server name: MASSHLHYPERLAR
[atabasze name: HyperLabl

Status: opened

Dratabaze wersion: 2009.1

Murnber of users logged in: 1

Dratabaze file:: Data file, 25600 KB, C:A\Use..
D atabaze file:: Log file, 6400 KB, C:\Jzers..

Tasks | Sub-items
II Search data entries
12 Create report

El Upgrade databasze
II Repair database

El Edit database version

then click on “New project” task at the right.

Project properties
Selected praject - pg 1 | More project entries
PROJECT ID 1
NAME HyperLab sample spectra
B 130642
[~ 130642

START DATE 2011 Jan 23
FINISH DATE 2011 Jan 23
OWHER PROJECT
STORED By Database administrator
STORED AT 2011 Jan 23, 18:06:42

COMMENT

= SR

msec

Ak | [

v &

6235 msec

‘ | € cancel ‘ |

Usually, the database browser tree is
displayed at the left, with database details
displayed at the top right, while the
possible operations listed in the Tasks
window.

Now you should create a new project for
HyperLab sample spectra. Projects are the
data organization units for HyperLab, like
the directories for a hard disk, and able to
hold measurements, peak evaluations,
several different kind of analysis and so on,
which are related to each other.

To create a new project for the HyperLab's
default sample spectra, select User projects,

Alternatively, you can use your keyboard:
the arrow keys can be used to quickly
navigate within the database tree, and Enter
key starts the currently selected task. The
Tab key switches between the Tasks and the
Database tree window.

Now a database entry — or record - editor
window appears. In this case the details of a
new project record may be specified.

Each kind of database entry has different
type of editor window, but their basic

building blocks are very similar. Now type a project name, say “HyperLab sample spectra”,
then click the OK button. Alternatively, you can hit the Enter key. Tab key will cycle through the
editor fields.

_E"f} HyperLab Main bModule - user HLUserd, instance #1 on MWORKSTATION. EI@

File

.ir

4 Iy HyperLab databases
4 |l Hyperlabl datsbase on local machine
4 1 User projects
4 -] HypeiLab sample spectra
[ k] Measurements
Analyses
-ees Lot: and samples
» iz | Iradiations
i - 7] Other project-related items
= _é Meazuring environment
- @  Muclear and component data
-] Generic data
------- [ Database Server

Qptions  Help

Selected item: Measurements (6 tasks,
0 sub-item)

Mumber of measuements: 0
Mumber of zpectra: 0
Mumber of peak evaluations: 0

Tasks | Sub-items
St
EI Batch evaluation

[E] Remave all peak evaluations
EI Remove all measurements
[E] Expart all measurements

123 Create report

- Create report

[E] Search data entries

10

A new user project node appears in the
database browser tree now.

As Main Module also stores the count
information in databases, you should
import your spectrum files to the database
before you evaluate them.

Open your project by a double click. Note
that it always has a Measurements node,
where its measurements will be listed.

HyperLab 2021 Quick Start Guide - Main Module



Importing spectrum files

5. Importing spectrum files

Click a project's Measurements node, and ] Spactrum file importer (o= s
then Select the Import Spectrum ﬁles task from Select spectrum files ko be loaded, adjust load settings, then press 'Load files' button.

the rlght pane' A SpeCtrum ﬁ]'e lmporter Spectrum files ‘ Main settings I Ca\ibralionsl Sample I Advanced

Wlndow appears now. # Spectium tppe File name File folder

Click on Add file... button to select HyperLab

sample spectrum files. — —

Detais of selected spectum file

0
Show Dual Parts: First part Second part
Courts | Details
Now a standard file selection dialog . =
& Open
appears. Select HyperLab sample spectra - — _ :
S ‘ <« HyperLab2012 » Sample spectra - | +3 ‘ ‘ Search Sample spectra P
from Documents \ HyperLab \ T ——
HyperLabZ 02 1 \ Sample speCtra T it Name ’ Date modified Type
folder. B Desktop | AMB30320A,DAT 8/8/2006 1:23AM  DAT File
& Downloads || BABS211A.DAT 8/8/20061:23 AM  DAT File
. %] Recent Places || BAB5211B.DAT 8/9/2006 11:18 PM  DAT File
Select AccuSpec file type and all AccuSpec | CONOI3ADAT 882006 123 AM__ AT Fie
. = Libraries = |_]coows2apat 8/8/20061:24 AM  DAT File
SPeCtTum files where the last letter of the [ Documents || CO85185A DAT 8/8/20061:24 AM  DAT File
file name is “A”, then click Open. These o Music || CODO111A.DAT 8/3/2006 1119 PM __ DATFile
| & Pictures ] copon1B.DAT 8/9/2006 11:19PM  DAT File
measurements were taken with 70-3300 B Videos || CS96147A.DAT 8/8/20061:24 AM __ DATFile
keV energy range (”B" ending iS USEd fOI' ) | ] EUB0297A.DAT 8/8/2006 1:24 AM DAT File
8 Computer | EUS0297B.DAT 8/9/2006 11:16 PM  DAT File
50 - 2200 keV range). & Local Disk () __| MNO1041A.DAT 8/8/20061:25AM  DAT File
|| RAJT076A.DAT 8/B/2006 1:25AM  DAT File
€l Network - [ m - 3
File name: "AMS0320A.DAT" "BASSZILADAT ~

HyperLab 2021 Quick Start Guide - Main Module 11




Importing spectrum files

;’a{f} Spectrum file importer E@
Select spectrum files to be loaded, adjust load settings, then press Load files' button.
Spectium files | bain settings I Calibrations | Sample I Advanced
# Spectrum type File name File folder e
7 AccuSpec CE96147A.DAT Cilzers\HLU serd\Documents..
8 AccuSpec ELIB02974 DAT C:hUsers\HLU serd\Documents
9 AccuSpec MMNOT0414.DAT C:hzers\HLU serd\Documents..
10 AccuSpec RA3FO7ES DAT

[ addfies.. ||

CAlsers\HLU serd\Documents. ¢ «

== Hemove ] [ == Remove al

Dietails of selected spectrum file

T T T T T T
0 2,000 4,000 6,000 8,000 10,000 42000 14000 16,000

Courts | Detalls

[ D Load files ” 6 Cancel ]

S Spectrumn file imparter

Select spectrum files to be loaded, adjust load settings, then press ‘Load files’ button,

Spectum fles | Main settings | Cafibrations | Sample | Advanced

=5 [ =

File type

File ontent | Dual spectrum: LFC-canrected and normal spectium halves

Type of Tsthalf | LFE comected gamma spectum

Type of 2nd half  Momal HPGe gamma spectum

Determine file type sutomatically from spectrum, if possible
Measurement setup
Meas setup
[] Determine meas. setup automatically from spectium, if possible

Rules for auto determination

Other measursment details
Meas. method | Decay-gamma messurement

Measwedby | Database administratar

Text in spectrum file ssigned measwement setup Edt

HE@@E =

EFE

[=]
]

[ B Loadfiles ” € Cancel ]

measurement setup entry.

Measurerment setup properties

Selected measurement sefup - pg 1 | Maore measurement setup entries

[E=8 Ho =~

MEAS. SETUP 1
DETECTOR
MEASPOSITION
MEASR ANGE
NAME
ADC

STORED By Database administrator

EH [HEE
EODE

FE

&

@ Help H & Ok l I ecance\ l I 30 Apply

The selected files appear on the file
importer's list.

As you can see, these are Dual LFC spectra
with two similar halves. It is essential to
correctly set the spectrum data type before
loading, as HyperLab splits up dual spectra
and stores their parts separately in the
database.

Click on tab Main settings.

Set File content to 'Dual spectrum: LFC'.

Next the measurement setup should be
selected from the list to which these
measurements will be assigned. This is
important, as all calibration curves will be
tied to a specific setup, and the automatic
selection of the calibration function can be
achieved only this way.

As currently there are no measurement
setups defined yet in the new database, the
list is empty.

Click the New record icon (ﬁ) beside the
'‘Meas. Setup' list, in order to create a new

The record editor window appears for the
measurement setup.

As there are no detector, measurement
position and measurement range entries in
the database yet, these should also be
created by clicking on their corresponding

New record button (ﬁ) to the right of the
combo boxes.
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Importing spectrum files

Create the following entries for the
HyperLab sample spectrum set:

'D4' detector, 'd=25 cm' measurement
position, and two measurement energy
ranges: '70-3300 keV' as well as '50-2200
keV'. The two measurement setups are
differ only in the applied energy range
range, thus should be named as 'D4 Setup
70keV - 3.3Mev, d=25cm’' and 'D4 Setup
50keV - 2.2Mev, d=25cm’'.

After the measurement setup has been set,
check settings under other tabs as well.

If you are ready to load spectrum files, click
Load files.

The spectrum importer now loads all
available information from the spectrum
file, and stores it in the new database. Click
Close after loading finished.

After loading, the spectrum files will be
displayed under Measurements node in the
database tree.

Ieasurement setup praperties

ere==]
Selected measurement setup - pg 1 | More measurement setup entries
MEAS, SETUP 1
DETECTOR D4
MEASPOSITION |d=25 cm

FEE
G 0 D

MEASRAMGE 70 - 3300 ket
NoME D4 setup, 70kel - 5.3MeY, d=25 cm

I |

BFE

™

ADC
STORED BY Database administrator

i Hep H 9 o ] ‘ € cancel ‘ | 5 apply |

I} spectrum file importer

B8 o |

Select spectium files ta be loaded, adiust Ioad settings, then press ‘Load files' buttan.

Spestium fles| Main settings | Calibrations | Sample | Advanced

File type

File cortert | Dual spectrum: LFC-conected and nomal spectium halves -

Typeof fsthal  LFC conected gamma spectrum

Type of 2nd hall Normal HPfGe gamma spectum

7] Detemmine fil type sutomatically from spectum, if possible
Measurement setup
Meas sstup | D4 setup, 70ke - 2.IMEV, d=25 em

El@a x
€3 Cancel |

b Loadies ||

fff Spectrurm file impaorter EI@
Please wait until spectrum importing finishes.
Progress:

Details

INFQ: Energy cal.: from spectum file [E_ket = 0.0939999367513 + 0.409993996424 * Ch] -
INFO: PWHM cal.: from spectum file [Fyhm_Ch = sort £.8488 + 0.0040612 = Ch ]

INFO: Loading AccuSpec spectum file C:\UsershHLU serd\Documents\HpperLabsHyperLab200945 ar
INFO: Measurement setup determined: D4 setup, Flkel - 3 3Mel, d=25 cm [ID=1]

INFO: Spectrum stored in database MEASUREMENT_ID=10, SPECTRUM_ID=19-20, ECAL_ID=13-21
INFO: Title: D4 kal. 2002, okt 1 [RA370764.DAT]

INFQ: Energy cal.: from spectrum file [E_key = 0.0939939367513 + 0.403933336424 = Ch]

IMFO: PHM cal.: from spectium file [Fwhm_Ch = sgit] £.8488 + 0.0040672 * Ch ]

Loading of 10 spectrum files finished at 1/23/2011 6:5215 PM

FRRT

I I b

Erre

A# Close

Please import similarly the remaining sample spectrum files:
« Those with “B” as the last letter of the file name. These should be assigned to the
measurement setup for the 50-2200 keV energy range.
«  Spectrum '13_53_31.CNF', which is a Genie-2k spectrum of an irradiated complex
geological material. This should be assigned to the measurement setup for the
70-3300 keV energy range. Please switch off 'Automatically determine spectrum type'
during its importing, as this spectrum is of type Dual LFC, but incorrectly states PHA+'

as its type.

6. Evaluating spectra

In HyperLab system, you have three ways to evaluate your gamma spectra:

e Spectrum peak evaluator in Main Module, which has a rich graphical user interface, and
provides all tools necessary to modify and fine-tune your fit region by region, if its one-
step automatic deconvolution is not perfect. This is the recommended evaluation method
if your spectra are even slightly complicated.

HyperLab 2021 Quick Start Guide - Main Module 13



Evaluating spectra

e Database batch evaluator in Main Module, which is a special peak evaluation component
of HyperLab Main Module. It is capable to automatically evaluate several measurement
entries stored in the database, each after the other. This can reduce the human interaction
needed for the evaluation, but requires proper FWHM and energy calibration for each
spectrum.

e Standalone 'batch mode' spectrum file evaluator utility, which operates on a selected
group of spectrum files, and does not require usage of databases. Please note that this file-
based tool does not support neither manual fit refinement, nor nonlinear energy
calibration, so its use is recommended only if you are facing with large amount of
extremely simple spectrum files, where the simple evaluation is of paramount
importance. For further details, see Quick Start Guide for Spectrum file batch evaluator
section.

As a rule of thumb, we suggest you that always check the details of fitted regions graphically, as
this can help to eliminate trivial problems with the spectrum fit. This can be done by using
Spectrum peak evaluator or by RTF reports which may contain the fitted regions graphically.
Those versatile RTF reports may also be generated by the batch evaluators.

6.1. HyperLab peak evaluation basics

During the automatic fit, HyperLab first takes the list of suspected peaks, and tries to optimally
determine regions — range of consecutive channels — around them. These regions contain one or
more suspected peaks, which are fitted (deconvoluted) in a nonlinear fitting procedure as a next
step.

HyperLab fits several region and peak parameters for each region during the spectrum
deconvolution.

Parameters fitted for each region:

- 2~ order polynomial for background

- background step amplitude

- skewed hill in the background under low-energy side of peaks (tail, disabled by default)
- peak skewness slope and amplitude for low-energy side of peaks (left skew)

- peak skewness slope and amplitude for high-energy side of peaks (right skew)

- common peak width (FWHM).

Parameters fitted individually for each peak:
- position of the peak Gaussian
- amplitude of the peak Gaussian.

HyperLab is able to reliably describe the vast majority of gamma spectra with this versatile
fitting function set, commonly named as Common peak width method.

There is also a Variable peak width fitting method, when the peak width are allowed to vary
independently of each other within a region — that is, not a common FWHM value used, but it is
fitted for each peak. This may lead to unexpected results for complicated multiplets, so use it
only when peak widths truly differ within a region. This is the case, for example for the region
around the annihilation peak. HyperLab therefore tries to fit the regions around 511 keV with the
Variable peak width fitting method by default, thereby making it unnecessary to correct it
manually every time.

Moreover, HyperLab tries to eliminate unnecessary fit function parameters after fitting regions,

and to automatically remove them, if their use may be questioned. This may lead to
'disappearing' of various fitted parameters. This parameter elimination step is performed in
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order to increase the stability and reduce the chi-squared value of the final fit and also to reduce
the uncertainties of fitted parameters.

See Reference Guide for further details of the fitting process.

7. Using of Spectrum peak evaluator

Spectrum peak evaluator is the recommended tool in Main Module to evaluate your spectra in
most cases, as it provides you with advanced tools to fine-tune the deconvolution results.

7.1. Quick overview of the evaluation process

A routine gamma spectrum deconvolution in Spectrum peak evaluator module consists of
several steps:

e Creating a peak evaluation entry in the database for a measurement
Starting the evaluator
Checking measurement's calibrations
Performing the automatic fit
Check the resulted regions each after the other, and fine-tuning their fit if necessary
Saving results into database and report files, as well as exporting data for post-
processing.

The following sections will describe these steps in greater detail.

7.2. Starting the evaluator

TO Start USIHg the Peak eValuatOr, ﬁrSt seleCt w_}\:"f;" HyperLab Main Module - user HLUserd, instance #1 on WORKSTATION... EI@
your measurement in the database browser | fie gptions pelp

tree, then «click task Create new peak | (¥ e e
evaluation in the Tasks window. 1d: 18 .
4 -0 Hyperlah databaszes Mame: Gealdgiai minték [13 53 31...
a | Database HyperLabl on AMSSGELHYPERLAE Started at: 2006 May 15, 13:05:00

4

=3 User projects Finished at: 2008 May 15, 14:05:00
4 -7 HyperLab sample spectra Mumber of peak evaluations: 0
a -y Measurements
-] Geoldgial mintsk [13_53 31
e Analzes
- Lots and samples

Alternatively, you can hit the Enter key, as it
starts the currently selected task.

Tasks | Sub-items

it | Inadiations Il Create new peak. evaluation
>[5 Other project-related items Measurement propertiss
H [ ] HyperLab zample spectra 2 ? New Measurement
_é Meazuring ervironment X Delete Measurement entry
& Muclear and component data 152 Create report
»+[2) Generic data =] Remave all peak evaluations
+ [ Database Server [E] Expart into spectrum file
4 1 3
A new peak evaluation creation WindOW [ g ¢ aimngnewpesk svalustion fo o e

appears now. You can leave defaults in Plosce sat maramatorsfor k coabison ther ik O

parameters ror the new peak evaluation, then cicl .

most cases, so just click OK for now.

NAME Peak eval. of Geoldgiai mirtak [13_53_31.CMF] - 1/23/2011 2:05:12 Ph

PEAK E¥AL. METHOD | Dual LFC semicond. det. gamma spectium evaluation |Z|

PEAK EVaL. SETTIMNGS | Default settings for moderate count rate, regular peaks Iz‘
MEASUREMENT Geoldgiai mintak [13_53_31.CNF]

/| Start peak evaluation madule when | press Ok

@ ok H © Cancel |
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4 Spectrum peak evalustor - Geoldgiai mintsk [13_53_3LCNF] =
File Edit View Calibrations Fit Options MuclideIdent. Help
W9~ |Q & Ja|Q ta|xecdekey v|Yoede Ev| R~ 9D~ 2~
Spectum | Peak delals | Messages | Nuclide d|
Ay [ A | N!
G L 'S
388
000 ]
=}
7,000 =] 453
23 a ]
6,000{" 0

a |

e
5,000 DPW a o N
Eex o gy By sy ﬁﬂhn% g

4,000

212223 24 25 26 27 28 29 30 31 32 33 34 35 36 37 30 39 40 41 4243 44 45 46 47 43

) b

~ T i\ m K
[ —

Ready.

=2 keCI

Jumpto: 21

Main window of spectrum peak evaluator
appears now. The center of the window is
occupied by the spectrum window [1] and
the residual window [2]. The residual
window displays the difference between the
measured counts and the fitted peak curves.
A region list panel [3] is placed on the right,
while a fit fine tuning toolbar [4] and a
navigating toolbar [5] is at the bottom. List
of fitted peaks is displayed under the Peak
details tab.

Please note the red triangles in the spectrum:
these are the positions of the suspected

peaks, and their position is determined by the current FWHM calibration. Deconvolution will

use these suspected peaks as an initial estimate.

Effj Spectrurn peak evaluator - Geoldgiai mintak [13_53_31LCMNF]
File Edit Calibrations Fit Options MuclideIdent, Help
H| ¥} *| ¥ Energy unit for positions Ctrl+P I_. '| 5’-:_ hd

Spectum ¥ Logarithmic scale for counts Ctrl+L

| W sale

Q-0

Chart details
Zaom LA

Titles
3,000
Suspected peak markers

7,000 Countvariances

Go to position., Ctrl+G

E
60007

Uncorrected count variances l,\\,
a

¥ Region bound arrows

R
5,000 Elﬁjlﬁmf‘lﬁ:\ v Region labels
@%@@ v Peak labels

4,000 Energy cal. points

1222324252627 2829303 323334 3 Fuvhirn cal. points 3

Transparent Nuclide Id Labels m

Edit chart detail settings...

7.3. Checking FWHM calibration

| Calibration points and Fun:tinn‘ Chart ‘ Replace I Advanced‘

8 PivHM calibration editor - Resolution is 123 +-0.00 ket at 1332.50 keVt (RS0=0.00) [ = || & |3

B| P| 1 ‘l *unll. ch vH‘uml. ch v|

Fwhm value [ch]
w
n

o ; . . . :
L g oneenooees oeeneen S RTTEERREE

T T T T
3000 4000 5000 6000

Pasition [ch]

I @ tep “ @ 0K ” € Cancel ‘

First you should try out how to modify
some spectrum display settings. By default,
spectrum evaluator displays the counts
(black squares) and the suspected peaks.

It is also possible to display the corrected
variances (gray squares) and uncorrected
variances (gray diamonds). The variance
correction is for taking account the
distorting effect of high count rates.

For most users it is advisable to switch off
the displaying of these variances via the
View / Chart details menu.

HyperLab's nonlinear spectrum decon-
volution algorithm requires only a rough
peak width (FWHM) calibration to start
working. For exact peak positions, a valid
energy calibration is also required.
Therefore it is advisable to check first the
validity of the FWHM calibration.

To display current FWHM calibration, select
Calibration /| FWHM calibration menu item.
Now the FWHM calibration editor window
appears.

For a quick calibration check, click Chart tab
at the top. Currently used FWHM
calibration curve displayed here together
with filled green squares as FWHM

calibration points. HyperLab also estimates the width of the suspected peaks, and displays
these values as gray crosses. The figure shows the case when the FWHM calibration provides

too low values.
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If large deviation found between the current ) FWHM calibration editor - Resolution is 2,67 +-0.09 kel at 133250 keY/ (RXSQ=0.00) [ = || & |[maa)
calibration line (red line), and the suspected | | Caioaion i andfunsion Crat | Repiace | dvanced
peaks' FWHM, then a mis-calibrated B[P | |BLH) ok en - [forc on -]
FWHM may be suspected. ' ' '
In this case, the FWHM and/or the position
values of the calibration points should be
modified on the Calibration points page.

Fwhm value [ch]

The figure shows the case when FWHM
calibration gives higher values than expec-
ted.

T T T T T T
1000 2000 3000 4000 5000 G000
Position [ch]

Qur || 9o || Qoo |

In case of a proper FWHM calibration, 4 FWHM calibration editor - Resalution is 168 +-0.00 kel at 1332,50 kel (RXS0=000) [ = | =[]
majority of the suspected peaks' estimated || Caltraionpois snduncion| Crert |Repiace | Advances]

FWHM value is in the neighborhood of the | 8/ ® # [[E[E] furic s - [y |

calibration curve. o - - -
Please note that before the fit large st
deviations may occur even for a valid calib- e
ration, as FWHM values of the peaks are

just rough estimations and not fitted values

PY I
354
I

Fwhm value [ch]

at this time. M

Much better agreement is expected after a 21

successful fit, when peaks' FWHM values 1 : : : ‘ : :
are fitted and displayed on this chart as gray e .
triangles.

[ @be | Qo || Qe

For further details about FWHM calibration editor window, see Reference Guide.

7.4. Checking Energy calibration

Exact energy calibration is important for sophisticated tasks, like isotope identification. However,
when only a quick peak list is required for well-known isotopes, a rough energy calibration is
enough before fit.

The rough energy calibration is only used during spectrum deconvolution for determining the
vicinity of the 511 keV annihilation peak, because HyperLab allows to vary the width of peaks
independently of each other.

Your energy calibration is proper for fitting if the annihilation peak is in the 509 — 513 keV range.
Otherwise select Calibration / Energy calibration menu item, and edit the calibration points'
position or energy values in order to correct them.

Note: When the fit completes, a finer energy calibration may be constructed, because exact,
fitted peak centroid positions are available.
7.5. Performing automatic fit

Click the Autofit button or select Fit / Start automatic fitting menu item to initiate a
fit for the whole spectrum. A progress window is displayed during the fit, listing
the problematic regions, where the reduced Chi-squared of the fit exceeded 3.
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4 Spectrumm peak evaluatar - Geolgial mintsk [13_53_3LCNF] fol B = After the automatic ﬁt, the counts Of the ﬁrSt
File Edit Miew Calibrations Fit Options MNuclide Ident.  Help . . . .
WD~ 0 o[® @ 8] Q {8 |xwdch v |reeae Ev] B D - ﬁt‘ted spectrum region is dlsplayefi, along
Spectua [P detal | Hessages | Nuckdald] with the fitted curves of the individual
An (4 [ [& . .
o wimamesss || peaks (blue lines), sum curves of all fitted
131164 ch, RRE0=1.7 .
B wiaarsnis o | peaks (strong red lines), and sum curves of
175295 ch, RXSQ=1.7
e 555 o s background components (green lines)
s 000wy 334-399 ch, AXS0=2.0 g . p g . *
mo@ oz B Dan10 As HyperLab displays all fitted regions
m e seswancasr || which are overlapping over a specific count
E36-683 ch, RXS0=09 . . :
S smmences || range, it is common to see several regions,
; oo Frs0-10 where the background 'wings' of the regions
L SEeTEX. -] are overlapping. This improves the quality
o cown B, | of the fits, as more counts may be utilized
401 ch - 108.4 kel / 4082 cnt Feegion 391 - 440, click to zoom it Ready. fOI' baCkgrOund determination, resulting ln

more stable fits and lower uncertainties in peak areas.

End points of the regions are designated by blue arrows, which
point towards the center of the region. A region label also

displayed at the beginning of the regions, which shows the
:IDDDDDH o o _ boundaries of the region and also the chi-squared value of the
Oo--g H fitted region.

The region list panel at the right contains several pages, from which the
aeh rsozs .| list of regions is displayed. Problematic regions are designated with a

128-164 ch, RXSQ=1.7 small, red exclamation mark.
| 156181 ch, FxSO=6.2

177-267 ch, RXS0=1.8

7.6. Navigating fitted regions

Several methods may be used to quickly select a specific region in the Spectrum evaluator. To
revise regions one after the other, click double arrow buttons on the Navigation toolbar. To
quickly jump to a specific spectrum part, use scrollbar or the Position edit box at the same place.
If you are interested in the problematic regions only, click the region with red exclamation mark
on the right.

7.7. Refining fitted regions

There are several tools on the Fine tuning toolbar to modify a region's automatic deconvolution.

'ﬂ_.!. Re-fits the clicked region. Rarely used, only if you suspect that a sub-optimal unstable fit
found, which changes when you repeatedly fit the region.

'ﬂ_.!. Re-fits the clicked region with automatic peak insertion. Used when a sub-optimal fit found
with a missing peak, but the position of the missing peak is uncertain, and you want to
delegate the job of peak position determination to the fitting algorithm.

* Insert a peak into the region, at the clicked position. Used when a sub-optimal fit found
with a missing peak, and the position of the missing peak is suspected by the user.

:-"l Delete a peak from the region, which is located at the clicked position.
=1 Delete the clicked region with all of its peaks.

0l

ﬂﬂ, Splits a region at the clicked position into two half regions.

*, Merges two or more regions. To use this tool, click over the first region and drag the mouse
cursor to the last region to be merged (do not release the mouse button).
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7.8. Saving the results

When you are ready with the fine-tuning of the spectrum evaluation, select File / Store menu item
to store the fitting details into the database. If required, a Sampo-90 compatible spectrum and
peaklist file may also be generated by selecting the File / Export to Sampo-90 file menu.

Select File / Create report menu item to create
detailed fitting reports.

A report creation window appears now,
where you can choose between available
report templates, report styles and output
file formats.

RTF format reports may contain graphical
region fits, and can be loading directly into
word processors.

For direct printing of reports, you should
have Microsoft Word word processor
installed on your computer.

7.9. Further readings

{4 treating report [F=% (=X
Feport lemplates:
Description Template file name
Peak list PeakEvaluator_PeakLlist ListOfPeaks bt
Peak: list - short PeakEvaluator_PeakList_ListOPeaksShortMuc. ..
Peak evaluation details PeakEvaluator_PeaklList_Details\withoutPics. hrt

Peak evaluation details with pictures  PeakEvaluator_PeakList_DetailstfithPics. hit
Peak: list with efficiency comection PeakEvaluator_PeakList_ ListOfEfConPeaks bt

Feport styles:
Description Style file name
Default HyperLab Report Style 1.default.css
todem Report Style 2. modern.caz
File type: | Rich Text Format file [ i) - | [ H Save.. ] | 5 FErint

This Guide mentioned only a few from HyperLab's versatile functions. Please read further
details in the Reference Guide, which deals with:

e FWHM and energy calibration,

e Nonlinearity calibration, which serves much more exact peak positions then it is expected

from linear energy calibration;

e Efficiency determination, which may be used to generate efficiency-corrected peak lists;
e Database maintenance utilities for keeping your HyperLab databases in best shape,

and much more.

8. Using of the Database batch evaluator

Database batch evaluator is a special peak evaluation component of HyperLab Main Module. It
is capable to automatically evaluate several measurement entries stored in the database, each

after the other.

To use the Database Batch Evaluator, click
on Measurements node, then select Batch
evaluation task.

_E"fjl HyperLab Main Module - user HLUserd, instance #1 on WORKETATION.., EI@

File Options Help

? Selected item: Measurements
{8 tasks, 10 sub-items)

Nurmber of measurements: 10

HyperLab databaszes - Nurnber of spectra; 20
-l Database HyperLab on AMSSOLHYPERLAR Murnber of peak evaluations: 0
4 -] User projects
-] Test

4 -] HyperLab sample spectra
4 -] Measurements

n

) D kal 2002 oke. 1 [4ME03208.DAT] | || Tasks | Sub-items
) D kal 2002 okt 1 [BA852114.DAT] [E]impert spectum fles
1) D kel 2002 ke, 1 [CDOT0438 DAT] R e

) D4 kel 2002 okt 1 [CON0424DAT] | || 2] Framave ll paak avahuations
1) D kal. 2002 okt 1 [COS51854.DAT]

) Dékel 2002 ckt. 1[CODOIT1ADAT]

) D kal. 2002 ckt, 1 [CS86147A.DAT]

) Dakeal. 2002, ckt. T [EUB02974DAT]

) D kal. 2002 ckt. 1 [MNI0414.DAT]

i) D4 kel 2002, ok, 1 [RAITOTEADAT] _

[ElRemave all measurements
II Expart all measurements
i3 Create report

i Create report

EI Search data entries

Analicas

4 - m »
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L}E"‘ Database batch evaluation

=N Ee =5

Check measurements to be evaluated, adjust evaluation settings, then press Evaluate buttan.

Meazurements | LCalibrations I Output I Advanced I Sk\pped|

tMeaz name Meas setup Mo of spectra Channels o
D4 kal. 2002. okt. 1 [AMB03204.D... D4 Setup POket .. 2 8192+8192
C4 kal. 2002. okt. 1 [BASS211AD... D4 Setup POket - .. 2 8192+8152
D4 kal. 2002, okt 1 [COO0434.D... D4 Setup P0ket - ... 2 8192+8192 i
7 PA L-l 2007 Al 4 IEOndnasa n A C ke T A0 o 01079.,2907

Select all ] [ Select hone

Counts of selected measurement

10,000
1,000
100
10

01

0 1,000

2,000 3,000 4,000 5,000 6,000 7,000 §,000

Counts | Dietails |

[ b Evaluate ” e Cloze ]

5"_2? Database batch evaluation

o/l =)

Check measurements to be evaluated, adjust evaluation settings, then press Evaluate buttan.

Measurements |

Erergy calibration

Use each measzurement's own calibration, if any
Otherwize, uze common calibration from database

Lalibration:
Save Energy calibration for measurements, if differs fram current
FuHb calibration

Uze each measurement's own calibration, | any
Otherwize, use common FPwHM calibration from the database

Calibration:

Save Puw/HM calibration for measurements, if differs from current

l D Evaluate ” @ Close ]

}:J‘_rz? Database batch evaluation

= el

Check measurements to be evaluated. adjust evaluation settings, then press Evaluate button.

| Measurements I Caliblalions| Output |Advancad I Sk\pped|
Databaze output
Save results into the database

Report files

] 5ave in BTF format [] Save in plain Text famat

Content template: [ Pealk list ~ ]

Formatting style: [ Detault Hupeil ab Repart Style b ]

Post-pracessing reports
[ Save in Sampo-90 PTF & SPE format

Output file settings
Output folder: C:\Users\HLU serdhD acuments‘\HyperLab%HyperLab20094B atch

I D Evaluate ” Q Close ]
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Now an evaluator window appears, listing
all measurements assigned to this project.
Check the list if it is really required to
evaluate all spectra. If a measurement to be
skipped, un-check it.

Change to Calibrations tab. If necessary, set
the source of calibrations according to your
measurement environment.

It is possible to use either the
measurement's calibration or an arbitrary
one from other measurement.

Specify evaluation output options under the
Output tab.

You can save results into database, generate
textual reports or Sampo files for post-
processing.

Do not forget to set the folder where your
report files will be saved.

You may also specify some other settings
under Advanced tab.
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{0 10% - D4 kal. 2002. akt. 1[BABSI11A DAT] =] &[]
Cth EValuate button tO lnltlate the batCh Please wait until spectrum evaluation finishes.

eValuation_ Progress:  Region 93 - 145 done: RX50= 227, 01 sec
. . ——
A new page appears now, displaying the Detaie

overall progress of the batch as well as INFO: Eneray calbration's itle: Eneray cal. from BAB52114 DAT a
d t 1 d f th 1 t f IMFO: Energy calibration: E_key = Ch* 0.41 + 0,034
etailed messages for e las ew IMFO: FWHM calibration's title: Pu/HM cal. from BASS2114.DAT
g IMFO: Piv'HM calibration: Fwhm_Ch = sqrt] £.8488 + 0.0040612 * Ch ]
1 IMFO: Acquisition start 2002 Oct 02, 10:52:00.000
measurement eValuathn. INFO: Acquisiion end: 2002 Oct 02, 12:52:00.000
IMFO: Livetime: 7200.000 sec
IMFO: Truetime: 7200.000 sec
IMFQ: Spectrum part info: 2 parts

When eValuatlon ﬁnlShesl preSS Close IMFO: Type of parth]: 2 [LFC corected gamma spectrum]

IMFO: Type of part#2: 1 [Normal HPGe gamma spectrurn)
button. IMFO: Min ent. 0, max ent: 312124, sum cnt: 6018762 E
IMFO: Wariance carrector applied: \Westphal's corectar + Hyperl ab zero-count variance adju

4 m 3

| Q5w |
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ﬁ’ff HyperLab Main Module - user HLUserd, instance #1 on WORKSTATION, ., E@

File Options Help
1]-
atabases
3se HyperLabl on MMSSQLHYPERLAR
zef projects
=7 Test
=7 HyperLab zample spectra
4 ) Measuements

4 -] D4 kal 2002 okt 1 [AMB03204.DAT]
© bl Peak eval of D4 kal. 2002, okt 1 [4MB303204
- ] Spectra
s i) D4 kal. 2002, okt 1 [BABE2114DAT]
> taig) D4 kal. 2002, okt 1 [CDO10434 DAT]
> i) D4 kal. 2002, okt 1 [CO01 0424 DAT]
s taig) D4 kal. 2002, okt 1 [CO51854 DAT]
> laig] D4 kal. 2002, okt 1 [CODOT114.DAT]
st D4 kal. 2002, okt 1 [C5361474.DAT]
-l D4 kal. 2002, okt. 1 [EL202974.DAT]

¢t Fd Lal 007 alt 1 ThARIOA A4 MATI
P I 3

m

SEIELLEU ILENE FEaK
evaluation entry (7 tasks, 0
Id: 2
Mame: Peak eval of D4 kal
Last modified at: 1/25/2017 .
Last modified by: Database a...
Mumber of regions: B
Max R=50 of regions: 10.80
Mumber of peaks: 14
Max peak area: E7931

Tasks | Sub-items

II Open with peak evaluator
[ Create new peak evalua...
Peak evaluation properties
K Delete Peak evaluation ..
II Create report of fitting de...
II Make aclone

i3 Create report

22

Both the batch evaluation and the regular
one-by-one spectrum deconvolution creates
a new Peak evaluation entry into the
database, which contains the fitted peaks
and all of their parameters.

To re-open a previous peak fit — for
inspection or manual correction — open the
measurement node at the left, select the
proper peak evaluation entry, then double-
click it (or simply hit Enter key).

These peak lists can be easily opened by
outer applications, e.g. Microsoft Excel for
further data processing.
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